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ARTICLE INFO ABSTRACT
Keywords: We studied three commonly used bioindicator groups: phytoplankton, phytobenthos and benthic invertebrate
Phytobenthos communities’ structure patterns in transitions between lotic and lentic habitats as consequences of two
Phytoplankton

consecutive large dams constructed in the early twentieth century on the intermediate reach of a lowland river in
Normandy (NW, France), the Selune. According to sampling station position along the river, including two in the
two reservoir lakes, we defined three sorts of transitions, from upstream to downstream: lentic to lotic transition
(hereafter len-lot), lentic to lentic transition (hereafter len-len), within the two reservoir lakes, and lentic to lotic
transition (hereafter len-lot).

Lot-len transition, imposed by damming, and the recovery of lotic character of the river afterward dams,
promoted different diversity patterns for the studied organisms’ groups. Phytobenthos’ o diversity significantly
incresed in the len-lot transition, and the highest p diversity score was observed in the lot-len. Both, habitat
conditions and spatial controls drove phytobenthos community structure. Benthic invertebrate community was
mainly shaped by habitat conditions. Invertebrate’s o diversity significantly changed in the lot-len and len-lot
transitions, with the B diversity score being the highest in the lot-len transition. Community’s traits composi-
tion of invertebrates best fitted predictions on lotic- and lentic- type communities. Phytoplankton’s a diversity
remained unchanged in the transitions and subsequently B diversity scores were low.

According to the results, we proposed three classes of organisms based on their response to river damming: i)
organisms indifferent or tolerant to dams effect, like phytoplankton communities in this study, that were neither
hampered by changes in water flow velocity, and did not display dispersal limitation neither; ii) organisms
sensitive to habitat conditions shift but not limited in their dispersal capacity by the dam, like benthic in-
vertebrates and phytobenthos in this study. Benthic invertebrate community and phytobenthos communities
differed in their response likely due to their differential dispersal capabilities and niche breadth; iii) organisms
limited in their dispersal by the dam, not represented in this study.

Riverine organisms best tracked transitions, while p diversity assessment revealed as the most useful metric to
disentangle the relative contribution of dispersal limitation or habitat modification provoked by multiple dams.

Benthic invertebrate
Dam
Metacommunity
Diversity

1. Introduction are functionally linked by the materials non-consumed by the upstream
communities and drifted downstream (RCC; Vannote et al., 1980). RCC

The River Continuum Concept proposes a framework for unregu- predicts that diversity score peaks at intermediate order river reaches,
lated, free-running rivers, in which biological communities are struc- and plankton develops in lowland river reaches (Vannote et al., 1980;
tured as a function of longitudinal connectivity. Biological communities Fig. 1A). However, the fragmentation of rivers by dams alters flow
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regime and discharge patterns, modifying thermal regimes and
degrading habitats, thus altering ecological processes and native river
diversity (Turgeon et al., 2019). Damming is a pervasive disturbance of
lotic ecosystems worldwide and nearly 58,000 dams over 15 m height or
impounding>3 million cubic meters are listed (ICOLD, 2020). The Serial
Discontinuity Concept (SDC) modifies RCC predictions by considering
abrupt lentic-lotic transitions when a river is dammed (Stanford and
Ward, 2001). According to SDC, impoundments along river courses may
cause the shift of river abiotic and biotic parameters towards headwaters
or seaward conditions depending on the magnitude of the perturbation
(Fig. 1A), but also on the location of the impoundment along the river
profile (Poole, 2002).

The effect of such barriers on aquatic organisms in regulated rivers
has been repeatedly reported for fishes (Turgeon et al., 2019) and in-
vertebrates (Vinson, 2001). Additional dispersal alterations may also
occur for primary producers: phytoplankton (Heino et al., 2015b; Qu
et al., 2018), diatoms (Liu et al., 2013) and macrophytes (Jones et al.,
2020).

In the present work, we studied community structure patterns of
aquatic communities in multiple habitat transitions (lotic-lentic, lentic-
lentic and lentic-lotic) as consequences of two consecutive large dams
constructed in the early twentieth century on the intermediate reach of a
lowland sixth order river. We focused on three different taxonomic
groups with markedly different habitat requirements, dispersal capac-
ities and functional roles. We aimed to study which of the selected
groups better tracked ecological transitions in multi-dam systems in
order to use it as an useful bioindicator. The first two groups are primary
producers: phytoplankton, accounting for up to the half of the total
primary production in aquatic ecosystem (Litchman & Klausmeier,
2008) and phytobenthos conforming biofilms, in which diatoms is one of
the most important contributor to biodiversity in streams (Kelly et al.,
2008). The third group comprises benthic invertebrates, which includes
for both primary and secondary consumers. These 3 groups are recur-
rently used in bioassessment of aquatic ecosystems and their value as
bioindicators of ecological state has widely demostrated (Birk et al.,
2012). But ecological consequences of multi-dam systems on the com-
munity structure of these three taxonomic groups have been seldom
addressed in scientific literature.

Metacommunity theory depicts two main forces structuring
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communities. Species sorting refers to environmental filtering driving
community dissimilarity, and it is reflected by a gradual adaptation of
instream communities to biotic interaction and the physico-chemical
variables gradient along the river course, as predicted by the RCC. It is
complemented by effective short-distance dispersal, the spatial contri-
bution to community dissimilarity. Making that at reach-scale, closer
communities are more ecologically similar than distant ones. Both,
species sorting and dispersal, drive community structure promoting in-
creases in f diversity, but their relative importance is expected to be
altered in dammed rivers. This is firstly due to artificial dispersal limi-
tation and to the abrupt changes in ecosystem conditions, from lotic to
lentic conditions and from lentic to lotic again in the tailwaters, and
secondly to specific dispersal capacity of each taxonomic group and
their differential sensitivity to alterations (Astorga et al., 2012; Heino
et al., 2015a). A higher contribution of nestedness component of §§ di-
versity denotes a pattern of species subset within richer and poorer sites
due to species dispersal limitation and/or species response to abrupt
environmental changes, while gradual environmental filtering is linked
to species replacement, species turnover component of p diversity
(Soininen et al., 2007).

We first hypothesized (H1) that the o diversity pattern of the riverine
organisms (macroinvertebrates and phytobenthos) greatly differs to
phytoplankton a diversity pattern due to consecutive damming (Fig. 1A;
Table 1). Habitat modification from lotic to lentic conditions should
limit riverine organism development, while favour phytoplankton.
Furthermore, dams likely limit the dispersion of riverine organisms,
while phytoplankton dispersion is not expected to be hampered by
dams. According to SDC (Stanford and Ward, 2001; Ellis and Jones,
2013) consecutive dams (len-len transition) should additionally hamper
riverine organisms dispersion. We expected that riverine organisms’ o
diversity rises and recovers the level predicted by RCC, according to its
longitudinal position, after the lentic to lotic transition. On the other
hand, we expected that phytoplankton diversity drops (Fig. 1D),
although drift from reservoirs assures higher diversity score than ex-
pected in unregulated river.

In dammed rivers, both dispersal limitation and dramatic shifts in
habitat conditions occur, and the key question is how spatial or envi-
ronmental forces control local communities shaping. So, concerning
diversity, we predicted (H2) that in the lotic-lentic and in the lentic to

B
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Lotic-Lentic Lentic-Lotic Lentic-Lotic

Fig. 1. A) First hypothesis prediction (dashed line): consecutive reduction of benthic organisms’ diversity and increase of phytoplankton diversity due to the
presence of two consecutive dams. Solid lines denote expected values according to RCC and inversed black triangles denote dams. B) Second hypothesis predictions: p

diversity shifts in the lotic-lentic, lentic-lentic and lentic-lotic transitions.



H. Rodriguez-Pérez et al.

Table 1
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Summary of hypothesis and predictions of community patterns. Hypothesis 1 and 2 pay directly attention to diversity patterns in transitions and hypothesis 3 deals

with community trait composition opposing lotic and lentic habitats.

Lot-Len Len-Len Len-Lot
H1:  « diversity pattern in transitions greatly differs among phytoplankton and riverine organisms (phytobenthos + macroinvertebrate)
a diversity Riverine organisms Drop Slight Recovery to predicted
reduction by RCC
Phytoplankton Rise No-change Gradual drop
H2: Lot-Len Len-Len Len-Lot

e High p diversity e Low p diversity

® Prestedness ® PBrurnover Priority

e High p diversity (Lower increase of p diversity in the
case of phytoplankton)

priority * Brestedness Priority
H3:  Traits proportions in community reflect the changes between lotic and lentic conditions
Lotic conditions (reduced in lentic
environments):
Benthic Diatoms e Pad attachment
e Small size classes
o Functional groups: low profile and motile
e Solitary cells
Macroinvertebrate o Preferences: Medium to fast current Blocs

and root substrate

Trophic guilds: Scrapers, shredders and

other litter decomposers

Phytoplankton e Reynold’s functional groups: D or J
depending on turbidity

lotic transitions, § diversity will be high due to the o diversity shifts
predicted in our first hypothesis (Fig. 1B; Table 1). It is noteworthy that
according to our first hypothesis, we expected for phytoplankton rela-
tively low p diversity scores in len-lot because of phytoplankton drifting
from the upstream reservoirs would homogenize community’s compo-
sition in the reservoir and in the tailwaters (Fig. 1B; Table 1). Further-
more, we expected that nestedness p diversity component would rule
over the turnover component in lot-len and len-lot transition due to
abrupt change in habitat conditions and the barrier to dispersion that
these sharp transitions represent. On the other hand in the len-len
transition, we hypothesized that p diversity would be low, since no big
a diversity shifts are expected according to H1 (Fig. 1A). In this transi-
tion, we expected that turnover component p diversity gain importance
because habitat conditions are quite similar between the two reservoirs
and changes in p diversity would depend mainly on species substitution.

Trait-based approach offers a mechanistic alternative to taxonomy-
based synecology studies that likely better characterizes habitat condi-
tions (Statzner et al., 2004; Wu et al., 2019). We therefore hypothesized
(H3) that the proportions of traits in communities will reflect straight-
forwardly the changes between lotic and lentic conditions (Table 1).
Thus, we expected that the following traits would be selected in lotic
habitats and would diminish significantly in lentic habitats: traits
conferring capabilities to resist shear stress and flushing for benthic
diatoms communities (Passy, 2007; Rimet and Bouchez, 2012); traits
denoting preferences for medium to fast current velocity and for sub-
strates like blocs and roots, and also trophic guilds linked to coarse plant
material and phytobenthos feeding resources for invertebrates; and
finally for phytoplankton, functional groups typical of shallow enriched
habitats, also tolerant to flushing and turbidity (Reynolds et al., 2002;
Table 1).

2. Material and methods
2.1. Geographical context and river description

The Selune River is located in Normandy (NW, France), in a
temperate oceanic climate region. Average annual precipitation in the
area is 800 mm (Saint-Hilaire-du Harcouét meteorological station, data
from 1934 to 1989), evenly distributed throughout the year, being the
rainiest month December (98.3 mm) and the driest July (55.2 mm).
Mean annual temperature is 10 °C with an observed narrow temperature
amplitude between winter (4.2 °C) and summer (16.6 °C). The river’s
source is located at 116 m asl, and after 91 km of gently slope

watercourse it runs into the Mont Saint Michel Bay after draining a
watershed of 1,106 km?, mainly composed of schists and metamorphic
rocks (Fig. 2A). The Selune River Basin lies in a patchy landscape with
forests, pastures, and traditional extensive livestock farming.

In 1919 a first hydropower dam, the Roche-qui-Boit Dam (16 m
height), was built 26 km away from the Selune’s mouth followed in
1932, by a second hydropower dam, the Vezins Dam (36 m height)
located 4 km upstream. Vezins' water releases ran directly into La-
Roche-qui-Boit Dam’s reservoir, therefore conforming one continuous
impoundment section in the river course of nearly 17 km long (Fig. 2A).

2.2. Sampling set-up and protocol

Five sampling stations were established. A first lotic station was
located nearby the city of Saint-Hilaire-du-Harcouét (48° 34’ 54.6"N, 1°
05’ 35.44”°W; from here on called S1) upstream all reservoirs. A second
one was located in the upstream tail of the Vezins Dam reservoir at the
Pont de la Republique (48° 33/ 53.9”°N, 1° 09’ 2"’W; from here on called
S2), corresponding to a riverine or transitional zone still influenced by
stream inflow. A third one, a lentic station, was located in the lake in the
deepest part of the Vezins Dam’s reservoir, just upstream the dam (48°
34’ 36.9”N, 1° 13’ 57.6”W; from here on called S3). The fourth station
was located in the deepest part of the Roche-qui-Boit Dam’s reservoir
about 3 km downstream from S3 (48° 35’ 58.3"’N, 1° 15’ 4.9”W; from
here on called S4) and less than 1 km upstream the dam. Finally, a fifth
lotic station, 4 km downstream the second dam, located nearby Signy’s
bridge (48° 35’ 44.9"”N, 1° 17’ 35.9”W; from here on called S5). The
water depth in the two river stations, S1 and S5, is fully wadable. For
further details on sampling stations about morphological and physico-
chemical characteristics see Fig. 2.

2.3. Physicochemical parameters

In the field, water chemistry was recorded monthly from September
2014 to October 2017 (except from December 2016 to February 2017)
using a multiprobe Idronaut (Idronaut Ocean Seven 316Plus CTD, Milan,
Italy) to assess temperature (°C), electrical conductivity (pS.cm’1 cor-
rected to 25 °C), dissolved oxygen content (% and mg.L™), turbidity
(NTU), pH and TDS (rng.L'l). The measures were taken in a continuous
way from the bottom to the surface every 0.001 s. For the purpose of this
work, for any given parameter all the measured values from the surface
to 2 m depth were averaged in one single value by date. Furthermore,
water samples were gathered at 1 m from surface in all stations and for
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Fig. 2. A) Selune’s river profile including dams and sampling stations positions (modified from Artelia 2012). B to I figures show box-plots (median + percentiles) of
temperature, conductivity, total dissolved solids, turbidity, total N load, total P load, pH and Oxygen content respectively, measured in each sampling station.

deeper stations (S2, S3 and S4), at the euphotic depth (determined as 1%
of Photosynthetic Active Radiation or PAR). Water was filtered (GF/C,
1.2 pm pore size, Whatman™, Maidstone, UK) in the field and keep
chilled until stored at —20 °C at the lab until their analysis, except those

dedicated to total nitrogen and total phosphorus analysis that were not
filtered. Once at the lab, the nutrient contents total dissolved nitrogen
(DN_tot), total dissolved phosphorous (DN_tot), nitrate (N_NO3),

orthophosphate (P_PO4), total nitrogen (TN_Ntot) and total phospho-
rous (TP_Ptot) were measured using an automated discrete photometry
analyzer (GalleryTM, Thermo Fisher Scientific, Waltham, USA) based on
standard colorimetric methods.
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2.4. Phytobenthos

Phytobenthos was collected four times in June and September 2015
and 2016 from artificial substrates placed in the middle of the river:
glass slides (dimensions 30 cm x 10 cm) were left incubated for a month
in the river, maintained vertically inside a perforated plastic box for fruit
transportation, therefore allowing the water through-in flow. The plastic
box was either fixed to the bottom of the Selune River (S1, S5), or fixed
to buoys and placed one meter below the surface in the dams (S2, S3 and
S4).

After one month of colonization, glass slides were removed from
water and one of them, randomly selected, was scrapped with a razor
blade to gather all the phytobenthos: each sample was then fixed in the
field with lugol solution and stored in the dark at 4 °C until analysis. In
the laboratory, phytobenthos’ taxa identification and counting (in-
dividuals/cm?2) was realized using a Nageotte counting chamber under
an upright microscope (DM4000B, Leica Microsystems; at x630
magnification). Diatoms were identified and counted by the Bi-Eau
consultancy (Angers, France). At least 400 individuals per sample
were enumerated and identified to species taxonomic level in most of
the cases.

Once the taxonomic list was established, we assigned traits values to
each diatom taxa according to Rimet and Bouchez (2012), whenever the
information was not available for a given taxa in the aforementioned
publication we used Diatoms of North America data base (https://dia
toms.org/), and sister species traits. From Rimet and Bouchez’s (2012)
work, we retained only the traits that potentially may be affected by
current transitions: biovolume (pm3) with 5 size ranges (<100 pms,
100-299 pym?, 300-599 pm?, 600-1499 ym3, >1500 ym®), substrate
attachment with 3 categories (non-attached, pad and stalk), coloniality
with two categories (solitary and colonial) and functional guild with
four categories (High profile, low profile, motile and planktonic).

2.5. Benthic macroinvertebrates

Benthic macroinvertebrates were sampled using a Surber net sampler
(0.05 m2, 0.5 mm mesh size) in October 2014, April and October 2015
and April 2016. Twelve samples per station and date were gathered in
the field, sampling in a stratified manner every representative habitat
occurring at the station following the standardize protocol NF T 90-333
for sampling benthic invertebrates in wadable streams to assess river
quality according to Water Framework Directive (2000/60/EC). We
adapted the protocol to deeper stations (52, S3 and S4) by sampling
always at wadable depth (~1m) nearby the shore. Samples were fixed in
the field with 96° ethanol and stored until they were sorted under a
binocular microscope and identified to species or genus level (most
crustaceans and Insect larvae), except for Nematoda, Hydracarina (not
identified further), and most Diptera (identified to the Family/tribe
levels). We gathered 240 samples but only 202 were sorted because 38
samples were lost. Between 12 and 9 samples were analyzed for any
sampling stations at any given date, except for S3 in September 2015
where only 8 samples were analyzed.

Once the taxonomic list was established, we assigned traits values to
each invertebrate taxa according to Tachet et al. (2000). Whenever the
taxonomic resolution between our list and the Tachet et al.’s data base
did not match, we used the immediately upper taxonomic resolution
level that matched with Tachet et al.’s work. Only the following traits
were retained according to their potential sensitivity to transitions be-
tween lotic and lentic conditions: longitudinal distribution along the
river course, substrate preference, water current preference, maximal
body size and feeding habits (further information on traits categories is
available in Usseglio-Polatera et al., 2000a; Usseglio-Polatera et al.,
2000b).

Ecological Indicators 131 (2021) 108103
2.6. Phytoplankton

Phytoplankton was collected monthly simultaneously to water for
physico-chemistry assessment and preserved in acid Lugol. Identifica-
tion to species level in most cases and counting were conducted under an
optical microscope (400 x ) using a Nageotte chamber (Booth, 1993). At
least 400 individuals per sample were counted (ind/mL). In the stream
stations, S1 and S5, only one sample per month was gathered. In the
lakes sampling stations, namely S2, S3 and S4, two samples were gath-
ered (1 m from the surface and one from euphotic depth) and combined
into one single sample for statistical analysis. Once the taxonomic list
was established, taxa were assigned to morpho-functional groups ac-
cording to Padisak et al. (2009) and Reynolds et al. (2002)
classifications.

2.7. Data analysis

In order to quantify o diversity changes among stations, we used
rarefaction/extrapolation curves based on Hill’s numbers, namely spe-
cies richness, and the inverse of Simpson concentration. These diversity
estimators allow for an unbiased comparison of effective number of taxa
(Chao et al., 2014).

We also explored variation in community composition and structure
among stations paying particular attention to transitions in flow regime
between subsequent stations. Firstly, the relevance of environmental
conditions shaping communities was tested for the three groups. Due to
the different nature of data, replicated sampling for macroinvertebrate
for any given date vs. single sample by date and station for phyto-
plankton and phytobenthos, two different analytical procedures were
applied. In the case of phytoplankton and phytobenthos data, a db-RDA
was performed on Bray-Curtis dissimilarities (Legendre and Anderson,
1999) with a forward variables selection by permutation procedure
(Blanchet et al., 2008). A subsequent variance partitioning analysis was
also performed on selected variables. Prior to db-RDA, abundances of
phytoplankton and phytobenthos were In(x + 1) transformed to reduce
the weight of superabundant taxa upon the analysis. The environmental
matrix in the analysis included the aforementioned physicochemical
measured variables plus Date, Year, Station and Season factors. In the
case of phytobenthos analysis, because glass tiles were in the water for
one month, we integrated the physicochemical conditions during the
phytobenthos development averaging the physicochemical variables
from the month where sampling took place and the month before.

In the case of macroinvertebrates, much less sensible to slight vari-
ations in chemical water conditions than algae, and according to small
differences in physicochemical variables between stations (Fig. 2), data
were analyzed by means of a PERMANOVA (Anderson, 2001) with 999
permutations, on Bray-Curtis dissimilarities. The following factors were
included in the analysis: Station (5 levels: S1, S2, S3, S4 and S5), Sub-
strate (9 levels: Block, cobble, gravel, leaf-litter, silt, macrophyte, root,
sand and mud) and their interaction. Prior to Bray-Curtis calculations,
macroinvertebrate abundance matrix was In(x + 1) transformed to
reduce the weight of superabundant taxa upon the analysis. Addition-
ally, a NMDS on Bray-Curtis dissimilarities was performed to graphically
show differences between the communities considering the analyzed
factors.

Dealing with variation in community composition among station, we
estimated total § diversity as the Sgrensen dissimilarity (fsor), and its
partition between turnover, measured as Simpson dissimilarity (Bsim),
and nestedness (Bspe) components, measured as the difference between
Bsor and Psim on occurrence data (Baselga, 2010). Therefore, the aim was
to assess whether the community composition in a given station resulted
mostly from a subsampling of the community occurring in the upstream
station, or otherwise the contribution of taxa replacement due to hy-
drological conditions shift was more important. We also estimated
Whittaker p diversity as an absolute score for each station. It considers
the proportional relationship between y and a diversities.
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For each trait, abundances of all categories within the given trait
were analyzed by a nonparametric factorial data analysis using aligned
rank transformation (Wobbrock et al., 2011). For representation pur-
poses we used relative proportion of each category within the given

trait.

250

200

Species diversity

-
o
o

50

125

-

Species diversity

50

25

ry
a
o

(0]¢]

75

S2 S3 S4 S5

5101520 5101520 5101520 5101520 5101520
Number of sampling units

S S2 S3 S4 S5

150

-

Species diversity

0o

50

0 50100 O 50 100 O 50100 O 50 100 O 50 100
Number of sampling units

S1 S2 S3 S4 S5

0204060 0 204060 0 204060 O 204060 O 204060
Number of sampling units

Ecological Indicators 131 (2021) 108103

We used R software (R Core Team, 2019) for statistical analysis and

plotting
2019), i
ARTool

data. The following packages were used: vegan (Oksanen et al.,
NEXT (Hsieh et al., 2019), betapart (Baselga et al., 2018),
(Kay and Wobbrock, 2014) and ggplot2 (Wickham, 2016).
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Fig. 3. Hill’s numbers estimate of a diversity, including assessed scores on actual values (solid line), projections (dotted lines) and 95% confidence interval (shaded
area). A-B phytobenthos, C-D benthic invertebrates and E-F phytoplankton. S1, S2, S3, S4 and S5 denote sampling stations from the most upstream station towards
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3. Results
3.1. Community patterns in flow regime transitions

3.1.1. « diversity patterns

In the lot-len transition macroinvertebrate’s a diversity significantly
dropped, but there was not significant changes for phytobenthos and
phytoplankton a diversity (Fig. 3). In the len-len transition no significant
change was observed (Fig. 3). In the len-lot transition phytobenthos and
macroinvertebrate o diversity significantly increased after the
impoundment but phytoplankton’s a diversity did not change signifi-
cantly (Fig. 3). Phytobenthos diversity peaked in the transitional station
(S2), but did not differ significantly from S5 station, downstream the last
dam (Fig. 3A-B). For macroinvertebrates, lentic stations (S2, S3 and S4)
harboured the lowest diversity scores (Fig. 3D). For phytoplankton, all
the stations exhibited a comparable diversity, the two stations located in
the Vezins Reservoir, S2 and S3, being the most diverse (Fig. 3E-F).

3.1.2. p diversity patterns

Phytobenthos f diversity was the highest in the lot-len transition
(Tables 2 and 3), reaching to 79% of non-shared species among S1 and
S3 station, and followed by benthic invertebrates with 38% of non-

Table 2
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Table 3
Whittaker’s fdiversity scores for each station, showing how many times y di-
versity is higher than o diversity.

s1 52‘53‘5455
Phytobenthos | 2.92 1.62 3.96 3.47 241
Invertebrates | 1.24 1.88 2.07 1.53 1.19

Phytoplankton | 1.36 1.30 1.23 1.36 1.33

shared species and only 19% for phytoplankton (Table 2). § diversity
decreased in the len-len transition (S3-S4) for phytobenthos and benthic
invertebrate, 45 and 28 % respectively, and remains low for phyto-
plankton (12%). Phytobenthos exhibited the highest non-shared species
rate in the len-lot transition (51%), while p diversity slightly decreased
for macroinvertebrate and phytoplankton (Table 3). For phytoplankton,
co-occurring species accounted for>80% of the total recorded species

Sorensen p diversity scores for all pair wise comparisons among sampling stations and f diversity partition between turnover and nestedness components.

B Sorenssen Turnover Nestedness

S2 S3 s4 S5 S2 S3 s4 S5 S2 S3 s4 S5
$/05 07 07 06| S|03 07 07 05| S|[01 00 00 0.0
w|l1]/ 2 9 9 2 13 5 7 8 119 4 2 4
£ls 07 06 05| S 05 04 04| S 01 01 01
S|2 3 7 3 2 4 8 2 2 9 9 1
A 04 05| S 04 04| S 00 01
§> 3 5 8 3 1 5 3 4 3
S 05| S 04| S 0.1

4 1 4 0 4 1
S2 S3 s4 S5 S2 S3 sS4 S5 S2 S3 s4 S5
$§/{02 03 02 01| Ss|o01 01 01 01| S|01 02 0.0 0.0
w118 8 6 4 1/1 5 8 5 1,9 1 9 2
g|s 03 02 02| S 01 01 01| S 00 0.0 0.2
5|2 5 9 6 2 1 3 4 2 3 8 1
£|s 02 03| S 00 00| S 0.1 0.2
2|3 8 5 3 8 9 3 3 3
s 02| S 01| S 0.1
4 2 4 5 a4 1
S2 S3 sS4 S5 S2 S3 sS4 S5 S2 S3 s4 S5
s{ol1 01 01 01| S|00 01 01 01| S|00 00 00 0.0
c|1]/3 9 8 6 19 7 7 2 112 4 0 1
£ls 01 01 01| S 03 02 00| S 00 0.0 0.0
AR 3 5 5 2 2 1 5 2 2 2 1
S|s 01 01| S 01 01| S 0.0 0.0
I 2 2| 3 5 2| 3 4 3
&ls 01| S 01| s 0.0
4 6 4 1 4 1
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across all the transitions.

Nestedness {3 diversity component contributed the most to f§ diversity
in the lot-len transition for benthic invertebrate (Table 2). On the con-
trary, turnover was the dominant component for phytobenthos and
phytoplankton for the same transition (Table 2). In len-len, species
replacement dominated f diversity partition, but it is noteworthy that
nestedness contributed with up nearly 50% and to 25-30% to f diversity
partition for invertebrate and phytobenthos respectively (Table 2). In
the len-lot transition, both p diversity components contributed equally
for invertebrates, but turnover overruled nestedness for phytobenthos
and phytoplankton (Table 2).

3.1.3. Community structure
For phytobenthos, the best model explaining community structure
(taxonomic composition and relative abundances) retained Station, Date
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and Total Phosphorus variables (df = 8, F = 3.0, p = 0.001). It expressed
nearly 47% of the total squared distance among samples. Station factor
explained 22% of the total variation and shared and additional 10% of
the variation with Total Phosphorus content. Another 11% of the vari-
ation was explained by Date factor (Supplementary document 1).

For benthic invertebrate, PERMANOVA analysis showed that Sta-
tion, Substrate type factors and their interaction significantly explained
42% of the macroinvertebrate community differences (Station df = 4F =
21.68p = 0.001; Substrate df = 8F = 2.61p = 0.001; Station x Substrate
df = 16F = 1.49p = 0.001). And more precisely, more than half of this
variability was explained solely by Station factor (27%). Pair-wise
comparisons showed significant differences in p diversity among every
comparison considered, namely lot-len: S1 vs S2 and S3, len-len: S2 vs S3
and S3 vs S4 and len-lot: S4 vs S5. Such a difference is graphically shown
in Supplementary doc 2.

1091 colonial 1091 Pad Fig. 4. The figure shows mean + se values of species’
0.75
o7 A 080 B traits expressed as proportions for graphical purpose.
050 025 | Trait’s modalities are shown in each graph. A-D fig-
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The best model explaining phytoplankton’s community structure
retained Date, Station, Temperature, Total phosphorus and PO4 vari-
ables and significantly explained differences among phytoplankton
samples (df = 33, F = 4.65, p = 0.001). It expressed nearly 42% of the
total squared distance among samples. Date factor explained 33% of the
total variation and shared and additional 4% of the variation with
Temperature. In second place, Station factor explained 3% and shared
with each of the variables Temperature and Phosphorus an additional
1%. According to centroids, ordination procedure assigned stations to
two distinct groups, S1 and S2 in one group before the impoundment
and S3, S4 and S5 in another group. Temperature and Phosphorus
content marginally contributed to explain Bray-Curtis distances among
samples (Supplementary doc 3).

3.2. Community traits selection in flow regime transitions

3.2.1. Benthic diatoms

The lot-len transition selected for coloniality, therefore reducing
significantly non-attached forms and favored more fragile attachments
like stalks and, like species belonging to motile functional group
(Fig. 4A-D, supplementary doc 4). It was also observed a significant
increase of taxa included in planktonic functional group. Species
belonging to the largest size class (>1500 um?®) significantly reduced
their abundance, and on the contrary the tiniest size class species greatly
increased their abundance (Fig. 4C, supplementary doc 4). No changes
were observed in the selected traits in the len-len transition. In the len-
lot transition non-attached forms increased and stalk-attached forms
dropped in abundance significantly. A similar pattern was observed in
the len-lot transition for size classes with a recovery of largest-sized
species, and a significant reduction of tiniest forms (Fig. 4C, supple-
mentary doc 4).

3.2.2. Benthic invertebrate

In the first transition, namely lot-len, running waters features dis-
appeared, and species holding traits associated to fast waters signifi-
cantly reduced their abundance. For instance, upper and medium
reaches associated species, showing medium and fast current prefer-
ences dropped, and species with null current preference significantly
increased their abundance (Fig. 4E-F, supplementary doc 4). This
transition also selected for taxa with preferences for the finest sediment
classes, like mud, silt, sand, microphytes and organic detritus, and
consequently dropping in their abundance species with preferences for
coarse inert substrate, like gravel and blocks, and plant substrate
(Fig. 4G, supplementary doc 4). Subsequently deposit feeders increased
their abundance, while filterers and scrapers trophic guilds reduced
their abundances (Fig. 41, supplementary doc 4). A significant reduction
in size occurred, with an increase of species belonging to the tiniest size
class, and a reduction in species with sizes comprised in the size classes
between 0.25 and 4 cm (Fig. 4H, supplementary doc 4).

In the len-len transition a slight, but significant, increase in the
proportion of invertebrates with null-current and a reduction for slow
current preferences happened (Fig. 4E). Such selection was also trans-
lated in an increase of species preferring the finest inorganic substrates
and a decrease for those preferring fine organic substrates (Fig. 4G,
supplementary doc 4).

The recovery of running waters condition in the lent-lot transition,
was reflected in the recovery of species with preferences for the condi-
tion lost in the first transition and the reduction of species associated to
lentic conditions found in the reservoir lake. Including current velocity
and substrate preferences, and size classes distribution (Fig. 4E-H,
supplementary doc 4). It is noteworthy that species holding features of
shredder and predator trophic guilds significantly increased their
abundance (Fig. 41, supplementary doc 4).

3.2.3. Phytoplankton
Regarding phytoplankton morpho-functional groups, only Hy, J, and
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X7 groups changed significantly. Changes occurred in the lot-len tran-
sition. J and X; groups significantly decreased in from the running water
station S1 to the standing water station S3 (Fig. 4J, supplementary doc
4). On the other hand, H; group abundance raised from S1 to S3. Pro-
portions did not significantly change in the following downstream
transitions.

4. Discussion

The most interesting results of our study showed a markedly different
response of phytobenthos, benthic invertebrate and phytoplankton
communities to the regulation of the Selune River by two consecutive
dams. Riverine organisms’ diversity showed significant differences
among stations fitting differently to geographical distances and habitat
conditions, while phytoplankton diversity did not differ too much be-
tween stations. Surprisingly, phytoplankton was already present in the
river’s waters upstream the first dam in an unexpected high diversity.
Regarding species’ traits, differences in traits composition between lotic
and lentic communities occurred, but these traits compositions did not
match perfectly our predictions.

4.1. Diversity patterns

Riverine organisms followed significant a diversity modifications in
the most contrasted transitions, namely lot-len and len-lot, confirming
partially our first hypothesis. On the other hand, a diversity remained
unexpectedly unchanged between both reservoir lakes. Phytoplankton o
diversity pattern only agreed our prediction of no change in the len-len.
This lack of significant change of a diversity in len-len suggested that
neither significant environmental condition changed, or dispersal limi-
tations happened for none of the three biological groups in the transition
between both reservoir lakes.

Concerning B diversity, as predicted in H2, higher values were
observed in the most hydrological contrasted transitions (i.e. lot-len and
len-lot), and lower at the len-len, with the exception of benthic inver-
tebrate at len-lot that surprisingly exhibited low values of p diversity.

Phytobenthos a diversity and abundance peaked at S2, the transi-
tional station in the first reservoir, where phytobenthos benefited from
less turbidity conditions (Fig. 2E), and high nutrient content, especially
phosphorus (Fig. 2G), and at the same time enough flow velocity. On the
other hand, at lentic stations (S3 and S4) flow velocity reduction, and
phosphorus availability drop, likely consumed by phytoplankton,
limited phytobenthos diversity, in spite of water transparency
enhancement (Fig. 2E). The observed increase in the o diversity of
phytobenthos in the len-lot transition probably benefited from the re-
covery of running water conditions, appropriate coarse substrate
availability and a better light penetration conditions due to the sediment
sink in the reservoirs (Fig. 2E). Neif et al. (2017) highlighted also an
increase in the diversity of phytobenthos in tailwaters and showed
experimentally that low flow velocity and fine sediments siltation
reduced phytobenthos abundance, but suggested that at intermediate
flow velocities, other drivers, like nutrient availability, might override
flow velocity control. On the other hand, Waffenhoff et al. (2013) did
not find significant changes in phytobenthos diversity under experi-
mental manipulations of nutrient and fine sediments.

Phytobenthos community structure exhibited a certain spatial ordina-
tion pattern confounded with habitat control in a least extent and a sig-
nificant contribution of nestedness f diversity component. In a meta-
analysis, Soininen et al. (2018) showed a five-fold contribution of turnover
over nestedness for passive dispersal organisms. Soininen et al. (2018)
analysis showed a significant negative contribution of turnover component
for the same group of organisms. We identify three clusters of community
similarity from upstream to downstream: S1-S2, S3-S4 and S5 (Supple-
mentary doc 1). Much of the observed differences among communities
were explained by Station factor, that increased the proportion of vari-
ability explained confounded with phosphorus availability (Supplementary
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doc 1). Pure habitat control variables, like season variability and phos-
phorus concentration explained less amount of variability. Notwith-
standing, nutrient load, flow intensity and seasonality have been
repeatedly identified as important drivers shaping phytobenthos commu-
nities (Krajenbrink et al., 2019; Neif et al., 2017; Wu et al., 2019).

Benthic invertebrate was the group that most straightforwardly
responded to habitat control, although spatial control also contributed
to community structure shaping. We found two clusters of similarity,
lotic vs. reservoir’s stations (Supplementary doc 2). For instance, p
diversity score among lotic stations was low, but communities do not
overlap completely, pointing out the contribution of species turnover to
communities differentiation. In fact, diversity level in the station
downstream both dams (S5) was even higher than in the most upstream
station (S1). In line with our results, higher diversity values down-
stream than upstream the dam have been reported in a large
geographical scale study in the UK (Passy, 2007), but the opposite di-
versity pattern have been also reported (Benitez-Mora and Camargo,
2014; Ladrera et al., 2015). White et al. (2017) showed that differences
among communities upstream and downstream a set of dams in UK
were related to thermal and flow regime variability. S1 and S5 also
exhibited such a difference in environmental variables (Fig. 2B-I).
Nestedness 3 diversity component prevailed in the lotic to lentic shift
due to restrictions to riverine taxa. Contrastingly, a similar contribution
of turnover and nestedness was observed in the len-lot transition,
suggesting that invertebrate probably drifted through the dam.

Phytoplankton withstood the sharp environmental changes occurring
in lot-len, len-len and len-lot transitions, and a diversity remained un-
changed. Accordingly to p diversity scores, community dissimilarity in
transitions was low, suggesting that phytoplankton was neither limited by
habitat conditions nor by dispersion. Likely, the short retention time
observed in our study site, homogenized synchronously environmental
conditions explaining the similarities among stations (Supplementary doc
3). Short generation time enable also algae to cope rapidly with environ-
mental changes (Thomas et al., 2018), supporting so synchrony of
phytoplankton communities in regulated rivers and lakes (e.g. Kent et al.,
2007; Lansac-Toha et al., 2019). But river regulation can also strongly alter
phytoplankton temporal pattern, compelling spatially phytoplankton
community differences upstream and downstream of dams (Sabater et al.,
2008; Istvanovics et al., 2010; Qu et al., 2018).

According to the postulate that dams abruptly modify habitat con-
ditions and may limit dispersal, altering so metacommunity structuring
forces, and in view of our results, we suggest three theoretical models of
organisms’ responses to dams, that would influence metacommunity
structure and bioindication usability: i) organisms indifferent or tolerant
to dams effect, well represented upstream the reservoir, in the reservoir
and downstream the reservoir. In our study phytoplankton community
matched with this type; ii) organisms sensitive to habitat conditions shift
but not limited in their dispersal capacity, that are absent or reduced
greatly their diversity in the lentic habitat, but occurring upstream and
downstream the dam. In our study this type in represented both by
phytobenthos and benthic invertebrates; iii) organisms limited in their
dispersal by the dam, and occurring only upstream (and maybe in the
reservoir) or downstream depending on the source population position.
Diadromous fishes and some benthic invertebrates match this type
(Katano et al., 2006; Sousa et al., 2020). Our results supported the ex-
pected dispersal limitation imposed by dams, but it is noteworthy that
bigger organisms are more easily filtered out by a dam, while benthic
invertebrates and algae readily disperse actively (insects) or passively
(Shurin et al., 2009; De Bie et al., 2012). For tracking ecological con-
sequences of multi-dam systems, only groups included in the above-
mentioned second or third categories would be useful.

4.2. Communities’ traits composition

Organisms’ traits did not fulfil completely our third hypothesis of
two community types, lotic- and lentic- (H3). We found the strongest
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support in the case of the macroinvertebrates’ traits. Nevertheless, we
should keep in mind that finding straightforward causality among
community traits and habitat conditions may be blurred by the inter-
action among driving forces, geographical differences and different
strategies deployed by the biota to withstand with habitat conditions.
Such complex interactions might act on the observed results for benthic
diatoms and phytoplankton communities trait composition (Lamouroux
et al., 2004; Statzner and Béche, 2010).

For diatoms, current velocity conditions in lotic stations favored
concomitant traits like non-attached taxa, solitary species, as well as
motile species, occurring more frequently in S1 and S2 (Fig. 4A-B-D).
Likely, high turbidity conditions at S1 favored motile solitary species,
capable of getting benefit from high nutrient load and tolerant to fine
sediments (Neif et al., 2017; Wu et al., 2019). Low profile and pad-
attached diatoms would be expected to occur preferentially in higher
current velocities (Passy, 2007; Rimet and Bouchez, 2012), as it has been
reported in large extent geographical studies in Denmark and UK (Kra-
jenbrink et al., 2019; Wu et al., 2019), but no significant differences were
observed between lotic and lentic stations. This observation might be an
artefact of the artificial substrate that we provided for phytobenthos
sampling. Also unexpectedly according to literature (Wu et al., 2017),
largest size class was significantly more frequent in lotic stations, and
smallest size class in lentic ones (Fig. 4C, supplementary doc 4). However
Sun et al. (2018) found in a German river that smallest diatoms’ size class
better correlated to low water conditions occurring in summer, whilst the
largest size class occurred more frequently in high flow conditions
occurring in winter and spring. Grazers, more frequently found in lotic
stations (Fig. 41, supplementary doc 4), might also contribute to diatoms’
size selection by a selective size consumption (De Troch et al., 2006;
Koetsier, 2005). Lentic stations conditions favored traits (Fig. 4A-B,
supplementary doc 4) identified with the capability of coping with high
sedimentation but with low tolerance to high current flow (Neif et al.,
2017; Wu et al., 2019). Planktonic functional worked well as an indicator
of lentic stations, as expected (Fig. 4D, supplementary doc 4).

Habitat conditions in the unregulated reaches of the Selune River
determined a lotic-type community for benthic invertebrates. Such
community type associated traits’ modalities showing preference for
upper river’s sections (Fig. 4E-G, supplementary doc 4). Scrapers was
the most characteristic trophic guild in lotic-type community, typically
corresponding to a middle reach community. Unexpectedly, shredders
were proportionally more abundant in lentic stations, as it would be
expected from an upper reach section (Fig. 41, supplementary doc 4).
Lamouroux et al. (2004) found positive correlation among scrapers and
an estimator of current force (Froude number), and negative correlation
for shredders and deposit feeders. Dolédec et al. (2015) showed in
restored reaches of Rhone river, a shredder decrease and filter feeders
increase related to current velocity increase, suggesting a shift from
CPOM- towards FPOM-based ecosystem functioning. We observed
significantly increases of filter feeders and scrapers in the lent-lot tran-
sition, suggesting a readily availability of FPOM and phytobenthos re-
sources in the tailwaters. In opposition to the most likely size range
predicted in the literature for running waters (Statzner and Beche, 2010;
Townsend and Hildrew, 1994), we found significantly higher fre-
quencies of intermediate sized macroinvertebrates (>0.25-4 cm;
Fig. 4H, supplementary doc 4) in lotic stations. In line with our findings,
Lamouroux et al. (2004) found a positive correlation among interme-
diate sizes (5-20 mm) and increasing current force, and Gallardo et al.
(2014) reported from temperate rivers the prevalence of intermediate
size invertebrate (about 1 cm and smaller). Slow current and high
sedimentation rate observed in lentic stations portrayed a lentic-type
community, with taxa holding null and slow current preferences
(Fig. 4I), fine substrate affinity (Fig. 4G, supplementary doc 4) and de-
posit feeding diet, owning to the expected decrease in the CPOM/FPOM
ratio in reservoirs (Fig. 41, supplementary doc 4). Lentic conditions also
favored the smallest body-sizes (Fig. 4H, supplementary doc 4).
Descloux et al. (2014) suggested that clogged sediments would favor
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small sized-invertebrate.

Lotic-type and lentic-type phytoplankton communities could not be
readily distinguished using trait-based analyses (Fig. 4J). Only three
functional groups, namely H1, J and X1, showed significant differences
between lotic station (S1) and lentic station (S3). These functional
groups are associated to enriched shallow aquatic systems reflecting the
observed decrease in turbidity and in nutrient content in lentic stations.
Most of functional classifications for phytoplankton have been proposed
for lentic ecosystems (Borics et al., 2016; Kruk et al., 2010; Reynolds
et al., 2002; Salmaso and Padisak, 2007). Even if they can be used
successfully in large rivers (Abonyi et al., 2012), they are less adapted to
small rivers like Seulne at S1 and S5. For instance in small rivers, Fraisse
et al. (2013) observed some of the genera included in group D in con-
trasted situations: elongated cell forms (Melosira, Closterium, Nitzschia)
in unregulated rivers and spherical diatoms (Stephanodiscus, Cyclotella)
in regulated rivers in spring.

5. Conclusions

We conclude that from a community point of view both reservoirs
acted as one single reservoir. Phytoplankton communities were neither
hampered by changes in water flow velocity, and did not display
dispersal limitation neither. Benthic invertebrate community was
mainly shaped by habitat conditions, while phytobenthos communities
were influenced by both habitat conditions and spatial control. Such
differences between these benthic groups likely reflects differences in
dispersal capabilities and niche breadth.

Among the three studied groups, riverine organisms, namely phy-
tobenthos and benthic invertebrates, were the most useful indicators of
transitions in this double dam system. p diversity assessment revealed as
the most useful metric to understand the relative importance of dispersal
limitation or habitat modification provoked by multiple dams. On the
other hand, community’s trait composition described well ecological
transitions for benthic invertebrate communities, to a certain extent for
benthic diatoms communities and poorly for phytoplankton
communities.

CRediT authorship contribution statement

Héctor Rodriguez-Pérez: Conceptualization, Formal analysis,
Writing — original draft, Visualization. Alexandrine Pannard: Investi-
gation, Supervision, Writing - review & editing. Caroline Gorzerino:
Investigation, Supervision, Writing - review & editing. Laura Pellan:
Investigation. Stéphanie Massé: Investigation. Guillaume Bouger:
Investigation. Marion Chorin: Investigation. Jean-Marc Roussel:
Writing - review & editing. Christophe Piscart: Conceptualization,
Investigation, Supervision, Writing - review & editing.

Declaration of Competing Interest

The authors declare that they have no known competing financial
interests or personal relationships that could have appeared to influence
the work reported in this paper.

Acknowledgmentss

The Agence de I’Eau Seine-Normandie funded the projects “Bio-
monitoring” and “RESTAURE” AESN-CNRS n° 10533864-1 and
1085108-2019.

We are also grateful to three anonymous reviewers that greatly
helped us to improve our manuscript.

Appendix A. Supplementary data

Supplementary data to this article can be found online at https://doi.
org/10.1016/j.ecolind.2021.108103.

11

Ecological Indicators 131 (2021) 108103
References :

Abonyi, A., Leitao, M., Lancon, A.M., Padisak, J., 2012. Phytoplankton functional groups
as indicators of human impacts along the River Loire (France). In: Salmaso, N.,
Naselli-Flores, L., Cerasino, L., Flaim, G., Tolotti, M., Padisak, J. (Eds.),
Phytoplankton Responses to Human Impacts at Different Scales, Developments in
Hydrobiology. Springer, Netherlands, Dordrecht, pp. 233-249. https://doi.org/
10.1007/978-94-007-5790-5_18.

Anderson, M.J., 2001. A new method for non-parametric multivariate analysis of
variance. Austral Ecol. 26, 32-46.

Artelia, 2012. Démantelement des barrages de Vezins et de la Roche qui Boit sur la
Sélune. Etat initial de 1’étude d’impact, Technical report.

Astorga, A., Oksanen, J., Luoto, M., Soininen, J., Virtanen, R., Muotka, T., 2012. Distance
decay of similarity in freshwater communities: do macro- and microorganisms follow
the same rules? Glob. Ecol. Biogeogr. 21, 365-375. https://doi.org/10.1111/j.1466-
8238.2011.00681.x.

Baselga, A., 2010. Partitioning the turnover and nestedness components of beta diversity.
Glob. Ecol. Biogeogr. 19, 134-143.

Baselga, A., Ormi, D., Villeger, S., De Bortoli, J., Leprieur, F., Logez, M., Hennques-Silva,
R., 2018. Betapart: partitioning beta diversity into turnover and nestedness, v 1.5.1.

Benitez-Mora, Alfonso, Camargo, Julio A., 2014. Ecological responses of aquatic
macrophytes and benthic macroinvertebrates to dams in the Henares River Basin
(Central Spain). Hydrobiologia 728 (1), 167-178. https://doi.org/10.1007/s10750-
014-1816-6.

Birk, S., Bonne, W., Borja, A., Brucet, S., Courrat, A., Poikane, S., Solimini, A., van de
Bund, W., Zampoukas, N., Hering, D., 2012. Three hundred ways to assess Europe’s
surface waters: An almost complete overview of biological methods to implement the
Water Framework Directive. Ecol. Ind. 18, 31-41. https://doi.org/10.1016/j.
ecolind.2011.10.009.

Blanchet, F. Guillaume, Legendre, Pierre, Borcard, Daniel, 2008. Forward selection of
explanatory variables. Ecology 89 (9), 2623-2632. https://doi.org/10.1890/07-
0986.1.

Booth, B.C., 1993. Estimating cell concentration and biomass of autotrophic plankton
using microscopy. In: Kemp, P.F., Cole, J.J., Sherr, B.F., Sherr, E.B., Cole, J.J.,
Sherr, B.F., Sherr, E.B. (Eds.), Handbook of Methods in Aquatic Microbial Ecology.
CRC Press. https://doi.org/10.1201/9780203752746.

Borics, Gabor, Téthmérész, Béla, Varbird, Gabor, Grigorszky, Istvan, Czébely, Andrea,
Gorgényi, Judit, 2016. Functional phytoplankton distribution in hypertrophic
systems across water body size. Hydrobiologia 764 (1), 81-90. https://doi.org/
10.1007/s10750-015-2268-3.

Chao, Anne, Gotelli, Nicholas J., Hsieh, T.C., Sander, Elizabeth L., Ma, K.H.,

Colwell, Robert K., Ellison, Aaron M., 2014. Rarefaction and extrapolation with Hill
numbers: a framework for sampling and estimation in species diversity studies. Ecol.
Monogr. 84 (1), 45-67. https://doi.org/10.1890/13-0133.1.

De Bie, T., De Meester, L., Van Wichelen, J., Vyverman, W., Declerck, S.A.J.,
Brendonck, L., Martens, K., Goddeeris, B., Ercken, D., Hampel, H., Denys, L.,
Vanhecke, L., Van Der Gucht, K., 2012. Body size and dispersal mode as key traits
determining metacommunity structure of aquatic organisms. Ecol. Lett. (Print) 15,
740-747.

De Troch, Marleen, Chepurnov, Victor, Gheerardyn, Hendrik, Vanreusel, Ann,
Olafsson, Emil, 2006. Is diatom size selection by harpacticoid copepods related to
grazer body size? J. Experiment. Mar. Biol. Ecol. 332 (1), 1-11. https://doi.org/
10.1016/j.jembe.2005.10.017.

Descloux, S., Datry, T., Usseglio-Polatera, P., 2014. Trait-based structure of invertebrates
along a gradient of sediment colmation: benthos versus hyporheos responses. Sci.
Total Environ. 466-467, 265-276. https://doi.org/10.1016/j.
scitotenv.2013.06.082.

Dolédec, Sylvain, Castella, Emmanuel, Forcellini, Maxence, Olivier, Jean-Michel,
Paillex, Amael, Sagnes, Pierre, 2015. The generality of changes in the trait
composition of fish and invertebrate communities after flow restoration in a large
river (French Rhone). Freshw. Biol. 60 (6), 1147-1161. https://doi.org/10.1111/
fwb.2015.60.issue-610.1111/fwb.12557.

Ellis, Lucy Eunsun, Jones, Nicholas Edward, 2013. Longitudinal trends in regulated
rivers: a review and synthesis within the context of the serial discontinuity concept.
Environ. Rev. 21 (3), 136-148. https://doi.org/10.1139/er-2012-0064.

Fraisse, Stéphane, Bormans, Myriam, Lagadeuc, Yvan, 2013. Morphofunctional traits
reflect differences in phytoplankton community between rivers of contrasting flow
regime. Aquat. Ecol. 47 (3), 315-327. https://doi.org/10.1007/510452-013-9446-z.

Gallardo, Belinda, Dolédec, Sylvain, Paillex, Amael, Arscott, David B., Sheldon, Fran,
Zilli, Florencia, Mérigoux, Sylvie, Castella, Emmanuel, Comin, Francisco A., 2014.
Response of benthic macroinvertebrates to gradients in hydrological connectivity: a
comparison of temperate, subtropical, Mediterranean and semiarid river floodplains.
Freshw. Biol. 59 (3), 630-648. https://doi.org/10.1111/fwb.2013.59.issue-
310.1111/fwb.12292.

Heino, Jani, Melo, Adriano S., Bini, Luis M., 2015a. Reconceptualising the beta diversity-
environmental heterogeneity relationship in running water systems. Freshw. Biol. 60
(2), 223-235. https://doi.org/10.1111/fwb.2015.60.issue-210.1111/fwb.12502.

Heino, Jani, Melo, Adriano S., Siqueira, Tadeu, Soininen, Janne, Valanko, Sebastian,
Bini, Luis Mauricio, 2015b. Metacommunity organisation, spatial extent and
dispersal in aquatic systems: patterns, processes and prospects. Freshw. Biol. 60 (5),
845-869. https://doi.org/10.1111/fwb.2015.60.issue-510.1111/fwb.12533.

Hsieh T.C., Ma K. H., Chao A. 2019. iNEXT: iNterpolation and EXTrapolation for species
diversity. R package version 2.0.19 URL: http://chao.stat.nthu.edu.tw/blog/
software-download/.

ICOLD. 2020. World register on large dams. http://www.icold-sigb.net/ (accessed the
24th of April 2020).



H. Rodriguez-Pérez et al.

Istvanovics, Vera, Honti, Mark, Voros, Lajos, Kozma, Zsolt, 2010. Phytoplankton
dynamics in relation to connectivity, flow dynamics and resource availability—the
case of a large, lowland river, the Hungarian Tisza. Hydrobiologia 637 (1), 121-141.
https://doi.org/10.1007/510750-009-9991-6.

Jones, P.E., Consuegra, S., Borger, L., Jones, J., Leaniz, C.G. de, n.d. Impacts of artificial
barriers on the connectivity and dispersal of vascular macrophytes in rivers: A
critical review. Freshw. Biol. n/a. https://doi.org/10.1111/fwb.13493.

Katano, O., Nakamura, T., Abe, S., Yamamoto, S., Baba, Y., 2006. Comparison of fish
communities between above- and below-dam sections of small streams; barrier effect
to diadromous fishes. J. Fish Biol. 68 (3), 767-782. https://doi.org/10.1111/
jfb.2006.68.issue-310.1111/j.0022-1112.2006.00964.x.

Kay, M., Wobbrock, J.O. 2014. ARTool: aligned rank transform for non-parametric
factorial ANOVAs. R package v 0.10.2. https://github.com/mjskay/ARTool.

Kelly, M.G., King, L., Jones, R.I., Barker, P.A., Jamieson, B.J., 2008. Validation of
diatoms as proxies for phytobenthos when assessing ecological status in lakes.
Hydrobiologia 610 (1), 125-129. https://doi.org/10.1007/s10750-008-9427-8.

Kent, Angela D, Yannarell, Anthony C, Rusak, James A, Triplett, Eric W,

McMahon, Katherine D, 2007. Synchrony in aquatic microbial community dynamics.
ISME J. 1 (1), 38-47. https://doi.org/10.1038/ismej.2007.6.

Koetsier, Peter, 2005. Response of a stream diatom community to top predator
manipulations. Aquat. Sci. 67 (4), 517-527. https://doi.org/10.1007/500027-005-
0786-1.

Krajenbrink, H.J., Acreman, M., Dunbar, M.J., Greenway, L., Hannah, D.M., Laizé, C.L.
R., Ryves, D.B., Wood, P.J., 2019a. Diatoms as indicators of the effects of river
impoundment at multiple spatial scales. PeerJ 7, e8092. https://doi.org/10.7717/
peerj.8092.

Kruk, C., Huszar, V.L.M., Peeters, E.T.H.M., Bonilla, S., Costa, L., Liirling, M.,
Reynolds, C.S., Scheffer, M., 2010. A morphological classification capturing
functional variation in phytoplankton. Freshw. Biol. 55, 614-627. https://doi.org/
10.1111/j.1365-2427.2009.02298.x.

Ladrera, Rubén, Rieradevall, Maria, Prat, Narcis, 2015. Massive Growth of the Invasive
Algae Didymosphenia Geminata Associated with Discharges from a Mountain
Reservoir Alters the Taxonomic and Functional Structure of Macroinvertebrate
Community. River Res. Appl. 31 (2), 216-227. https://doi.org/10.1002/rra.
v31.210.1002/rra.2731.

Lamouroux, N., Dolédec, S., Gayraud, S., 2004. Biological traits of stream
macroinvertebrate communities: effects of microhabitat, reach, and basin filters.

J. North Am. Benthol. Soc. 23, 449-466. https://doi.org/10.1899/0887-3593(2004)
023<0449:BTOSMC>2.0.CO;2.

Lansac-Toha, F.M., Heino, J., Quirino, B.A., Moresco, G.A., Peldez, O., Meira, B.R.,
Rodrigues, L.C., Jati, S., Lansac-T6ha, F.A., Velho, L.F.M., 2019. Differently
dispersing organism groups show contrasting beta diversity patterns in a dammed
subtropical river basin. Sci. Total Environ. 691, 1271-1281. https://doi.org/
10.1016/j.scitotenv.2019.07.236.

Legendre, P., Anderson, M.J., 1999. Distance-based redundancy analysis: testing
multispecies responses in multifactorial ecological experiments. Ecol. Monogr. 69,
1-24. https://doi.org/10.1890/0012-9615(1999)069[0001:DBRATM]2.0.CO;2.

Litchman, Elena, Klausmeier, Christopher A., 2008. Trait-based community ecology of
phytoplankton. Annu. Rev. Ecol. Evol. Syst. 39, 615-639. https://doi.org/10.1146/
annurev.ecolsys.39.110707.173549.

Liu, Jing, Soininen, Janne, Han, Bo-Ping, Declerck, Steven A.J., Whittaker, Robert, 2013.
Effects of connectivity, dispersal directionality and functional traits on the
metacommunity structure of river benthic diatoms. J. Biogeogr. 40 (12), 2238-2248.
https://doi.org/10.1111/jbi.12160.

Neif, Erika M., Graeber, Daniel, Rodrigues, Liliana, Rosenhgj-Leth, Simon, Jensen, Tinna
M., Wiberg-Larsen, Peter, Landkildehus, Frank, Riis, Tenna, Baattrup-

Pedersen, Annette, 2017. Responses of benthic algal communities and their traits to
experimental changes in fine sediments, nutrients and flow. Freshw. Biol. 62 (9),
1539-1550. https://doi.org/10.1111/fwb.2017.62.issue-910.1111/fwb.12965.

Oksanen J., Guillaume Blanchet F., Friendly M., Kindt R., Legendre P., McGlinn D.,
Minchin P. R., O’Hara R. B., Simpson G.L., Solymos P., Stevens M.H.H., Szoecs E.,
Wagner H. 2019. Vegan: Community Ecology Package. R package version 2.5-5.
https://CRAN.R-project.org/package=vegan.

Padisdk, Judit, Crossetti, Luciane O., Naselli-Flores, Luigi, 2009. Use and misuse in the
application of the phytoplankton functional classification: a critical review with
updates. Hydrobiologia 621 (1), 1-19. https://doi.org/10.1007/510750-008-9645-
0.

Passy, Sophia I., 2007. Diatom ecological guilds display distinct and predictable behavior
along nutrient and disturbance gradients in running waters. Aquat. Bot. 86 (2),
171-178. https://doi.org/10.1016/j.aquabot.2006.09.018.

Poole, G.C., 2002. Fluvial landscape ecology: addressing uniqueness within the river
discontinuum. Freshw. Biol. 47, 641-660. https://doi.org/10.1046/j.1365-
2427.2002.00922.x.

Qu, Y., Wu, N,, Guse, B., Fohrer, N., 2018. Riverine phytoplankton shifting along a lentic-
lotic continuum under hydrological, physiochemical conditions and species
dispersal. Sci. Total Environ. 619-620, 1628-1636. https://doi.org/10.1016/j.
scitotenv.2017.10.139.

R Core Team, 2019. R: A language and environment for statistical computing. R
Foundation for Statistical Computing, Vienna, Austria https://www.R-project.org/.

Reynolds, C.S., Huszar, V., Kruk, C., Naselli-Flores, L., Melo, S., 2002. Towards a
functional classification of the freshwater phytoplankton. J Plankton Res 24,
417-428. https://doi.org/10.1093/plankt/24.5.417.

Rimet, F., Bouchez, A., 2012. Life-forms, cell-sizes and ecological guilds of diatoms in
European rivers. Knowl. Managt. Aquatic Ecosyst. (406), 01. https://doi.org/
10.1051/kmae/2012018.

Ecological Indicators 131 (2021) 108103

Sabater, Sergi, Artigas, Joan, Duran, Concha, Pardos, Miriam, Romani, Anna M.,
Tornés, Elisabet, Ylla, Irene, 2008. Longitudinal development of chlorophyll and
phytoplankton assemblages in a regulated large river (the Ebro River). Sci. Total
Environ. 404 (1), 196-206. https://doi.org/10.1016/j.scitotenv.2008.06.013.

Salmaso, Nico, Padisék, Judit, 2007. Morpho-Functional Groups and phytoplankton
development in two deep lakes (Lake Garda, Italy and Lake Stechlin, Germany).
Hydrobiologia 578 (1), 97-112. https://doi.org/10.1007/510750-006-0437-0.

Shurin, Jonathan B., Cottenie, Karl, Hillebrand, Helmut, 2009. Spatial autocorrelation
and dispersal limitation in freshwater organisms. Oecologia 159 (1), 151-159.
https://doi.org/10.1007/500442-008-1174-z.

Soininen, Janne, Heino, Jani, Wang, Jianjun, 2018. A meta-analysis of nestedness and
turnover components of beta diversity across organisms and ecosystems. Glob. Ecol.
Biogeogr. 27 (1), 96-109. https://doi.org/10.1111/geb.2018.27.issue-110.1111/
geb.12660.

Soininen, Janne, Lennon, Jack J., Hillebrand, Helmut, 2007. A multivariate analysis of
beta diversity accross organisms and environnments. Ecology 88 (1), 2830-2838.
https://doi.org/10.1890/06-1730.1.

Sousa, Ronaldo, Ferreira, André, Carvalho, Francisco, Lopes-Lima, Manuel,

Varandas, Simone, Teixeira, Amilcar, Gallardo, Belinda, 2020. Small hydropower
plants as a threat to the endangered pearl mussel Margaritifera margaritifera. Sci.
Total Environ. 719, 137361. https://doi.org/10.1016/j.scitotenv.2020.137361.

Stanford, Jack A., Ward, J.V., 2001. Revisiting the serial discontinuity concept.
Regulated Rivers: Res. Manag. 17 (4-5), 303-310. https://doi.org/10.1002/(ISSN)
1099-164610.1002/rr1.v17:4/510.1002/111.659.

Statzner, B., Béche, L.A., 2010. Can biological invertebrate traits resolve effects of
multiple stressors on running water ecosystems? Freshw. Biol. 55, 80-119. https://
doi.org/10.1111/§.1365-2427.2009.02369.x.

Statzner, B., Dolédec, S., Hugueny, B., 2004. Biological trait composition of European
stream invertebrate communities: assessing the effects of various trait filter types.
Ecography 27, 470-488. https://doi.org/10.1111/.0906-7590.2004.03836.x.

Sun, X., Wu, N., Faber, C., Fohrer, N., 2018. Effects of hydrological variables on
structuring morphological trait (cell size) of diatom community in a lowland river.
Ecol. Ind. 94, 207-217. https://doi.org/10.1016/j.ecolind.2018.06.044.

Tachet, H., Richoux, P., Bournaud, M., Usseglio-Polatera, P., 2000. Invertébrés d’eau
douce. CNRS Editions, Paris, Systématique, Biologie, Ecologie.

Thomas, Mridul K., Fontana, Simone, Reyes, Marta, Kehoe, Michael, Pomati, Francesco,
Coulson, Tim, 2018. The predictability of a lake phytoplankton community, over
time-scales of hours to years. Ecol. Lett. 21 (5), 619-628. https://doi.org/10.1111/
ele.2018.21.issue-510.1111/ele.12927.

Townsend, Colin R., Hildrew, Alan G., 1994. Species traits in relation to a habitat templet
for river systems. Freshw. Biol. 31 (3), 265-275. https://doi.org/10.1111/
fwb.1994.31.issue-310.1111/§.1365-2427.1994.tb01740.x.

Turgeon, Katrine, Turpin, Christian, Gregory-Eaves, Irene, Lawler, Joshua, 2019. Dams
have varying impacts on fish communities across latitudes: a quantitative synthesis.
Ecol. Lett. 22 (9), 1501-1516. https://doi.org/10.1111/ele.v22.910.1111/
ele.13283.

Usseglio-Polatera, Philippe, Bournaud, Michel, Richoux, Philippe, Tachet, Henri, 2000.
Biological and ecological traits of benthic freshwater macroinvertebrates:
relationships and definition of groups with similar traits. Freshw. Biol. 43 (2),
175-205. https://doi.org/10.1046/j.1365-2427.2000.00535.x.

Usseglio-Polatera, P., Bournaud, M., Richoux, P., Tachet, H., 2000. Biomonitoring
through biological traits of benthic macroinvertebrates: how to use species trait
databases? Hydrobiologia 422, 153-162. https://doi.org/10.1023/A:
1017042921298.

Vannote, Robin L., Minshall, G. Wayne, Cummins, Kenneth W., Sedell, James R.,
Cushing, Colbert E., 1980. The River Continuum Concept. Can. J. Fish. Aquat. Sci. 37
(1), 130-137. https://doi.org/10.1139/f80-017.

Vinson, M.R., 2001. Long-Term Dynamics of an Invertebrate Assemblage Downstream
from a Large Dam. Ecol. Appl. 11, 711-730. https://doi.org/10.1890/1051-0761
(2001)011[0711:LTDOAI]2.0.CO;2.

Waffenhoff, Annika, Lange, Katharina, Townsend, Colin R., Matthies, Christophe D.,
2013. Patterns of benthic algae and cyanobacteria along twin-stressor gradients of
nutrients and fine sediment: a stream mesocosms experiment. Freshwater Biology
58, 1849-1863. https://doi.org/10.1111/fwb.12174.

White, James C., Hannah, David M., House, Andy, Beatson, Shawn J.V.,

Martin, Alexander, Wood, Paul J., 2017. Macroinvertebrate responses to flow and
stream temperature variability across regulated and non-regulated rivers.
Ecohydrology 10 (1), e1773. https://doi.org/10.1002/eco.v10.110.1002/eco.1773.

Wickham, H., 2016. Ggplot2: Elegant Graphics for Data Analysis. Springer-Verlag
NewYork.

Wu, N., Dong, X., Liu, Y., Wang, C., Baattrup-Pedersen, A., Riis, T., 2017. Using river
microalgae as indicators for freshwater biomonitoring: Review of published research
and future directions. Ecol. Ind. 81, 124-131. https://doi.org/10.1016/j.
ecolind.2017.05.066.

Wu, N., Thodsen, H., Andersen, H.E., Tornbjerg, H., Baattrup-Pedersen, A., Riis, T., 2019.
Flow regimes filter species traits of benthic diatom communities and modify the
functional features of lowland streams - a nationwide scale study. Sci. Total Environ.
651, 357-366. https://doi.org/10.1016/j.scitotenv.2018.09.210.

Wobbrock, J.O., Findlater, L., Gergle, D., Higgins, J.J., 2011. The aligned rank transform
for non-parametric factorial analysis using only ANOVA procedures. In: Proceedings
of the ACM Conference on Human Factors in Computing Systems. https://doi.org/
10.1145/1978942.1978963.

12



	Ecological consequences of consecutive river damming for three groups of bioindicators
	1 Introduction
	2 Material and methods
	2.1 Geographical context and river description
	2.2 Sampling set-up and protocol
	2.3 Physicochemical parameters
	2.4 Phytobenthos
	2.5 Benthic macroinvertebrates
	2.6 Phytoplankton
	2.7 Data analysis

	3 Results
	3.1 Community patterns in flow regime transitions
	3.1.1 α diversity patterns
	3.1.2 β diversity patterns
	3.1.3 Community structure

	3.2 Community traits selection in flow regime transitions
	3.2.1 Benthic diatoms
	3.2.2 Benthic invertebrate
	3.2.3 Phytoplankton


	4 Discussion
	4.1 Diversity patterns
	4.2 Communities’ traits composition

	5 Conclusions
	CRediT authorship contribution statement
	Declaration of Competing Interest
	Acknowledgmentss
	Appendix A Supplementary data
	References:


